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BIVM:  A Novel  
Cancer Associated Protein 

ADVANTAGES: 

 BIVM Protein Screening Kits. Screening kits to measure 

BIVM protein could be manufactured by well-known 

methodologies of western blots, enzyme linked           

immunoassays (ELISA), and radioimmuno-assays (RIA) 

 BIVM Nucleic Acid Screening Kits. Screening kits to 

measure levels of BIVM gene expression could be     

manufactured by DNA chip and other oligonucleotide 

hybridization or litigation-based methods. Polymerase 

chain reaction assays could be produced to screen for 

BIVM nucleic acids in individuals suspected of having 

disease entities such as malignancies or infections in 

which the expression of BIVM gene may be dysregulated 
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cores sequence with an unusual gene in Giardia lamblia. Genomics 79(6): 750-5. 

Figure 1: Predicted genomic organization of human BIVM. BIVM consists of 

nine coding exons (exons 1-9) and two 5′ untranslated region exons (A and 

B). Alternative splice donor sites are present within exon A producing     

transcripts have been identified that include exon A, but not exon B. The 

CpG island is denoted by a solid bar, a 3’ Alu sequence is denoted by a 

hatched bar.  The location of the sequence-tagged site (STS) marker,         

WI-5740, is indicated.  

USF Available Technologies  

R esearchers at the University of South Florida have devel-

oped the BIVM (basic immunoglobulin-like motif) that is a 

protein whose genetic regulation may be a useful marker 

of malignancies or other disease entitles that originate from per-

turbations in cellular division, growth and development. Develop-

ment of a method to screen for the level of BIVM proteins and/or 

nucleic acids could provide a new modality for diagnosis of a vari-

ety of disorders. 

The human BIVM protein is unique and comprises of 503 amino 

acids with a molecular weight of 57 kDa. It is present in cellular 

compartments comprising the cytoplasm and nucleus.  BIVM pos-

sesses virtually no sequence similarity to any currently described 

protein and its function remains unknown. BIVM has been charac-

terizes in man, mouse, chicken, cloned frog, zebrafish, and sea 

urchin. The gene is expressed ubiquitously at relatively low abun-

dance. The highest levels of BIVM expression are found in spleen, 

ovary, small intestine, colon, blood cells (peripheral leukocytes) 

and liver. The ubiquitous nature of BIVM as well as its general 

features suggest that its function may be that if a “housekeeping 

gene” which is essential for some aspect of cellular regulation. Its 

extraordinarily close linkage (41 base pairs) to KDEL1 and EP58 

suggests that these genes may be regulated coordinately. There 

are numerous cancers with genetic anomalies that map to the 

same genetic region as BIVM. The BIVM gene also maps near 

genes encoding cell specific type factors such as IK2 

(hematopoietic expressed ikaros-2), MZF-1 (myeloid zinc finger-1) 

and near genes DNA transcription factors, NF1, USF, NFkB, and 

NMYC. 

Proinflammatory molecules like TNF-alpha that regulate produc-

tion of NFkB also turn on BIVM genes. A gene has been identified 

in Giardia Lamblia that exhibits striking sequence identity to the 

conserved core sequence region of human BIVM and may be im-

portant in the pathogenesis of the human pathogen. Elucidation 

of BIVM function could facilitate understanding fundamental cell 

growth and regulation, the pathogenecity of Giardia infection and 

the genetic control of malignancy. 
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